Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.172; data-to-parameter ratio = 20.9.
In the title compound, C 17 H 27 NO 4 , which is an hydrosinapic acid derivative with increased lipophilicity conferred by an additional alkyl chain, the central and the hexyl linear chains contain slightly shorter bond lengths [C-N = 1.316 (2) Å ; average linear chain C-C = 1.487 (6) Å ] than reported average values [Csp 2 -N = 1.334, C-C for CH 2 -CH 2 = 1.524 and 1.513 Å for CH 2 -CH 3 ]. The 4-hydroxy-3,5-dimethoxyphenyl plane [r.m.s. deviation 0.055 (12) Å ] makes an angle of 59. 89 (5) with the central plane of the molecule (composed of the N atom, the carbonyl group and the two methylene C atoms linking the carbonyl group and the ring, [r.m.s. deviation 0.0026 (10) Å ], which, in turn, makes an angle of 64.24 (13) with the essentially planar hexyl chain [r.m.s. deviation 0.035 (18) Å ]. The N-H group of the amide group is involved in a bifurcated hydrogen bond towards the hydroxy and one of the methoxy O atoms of the 4-hydroxy-3,5-dimethoxyphenyl substituent of a neighbouring molecule, forming a two-dimensional network in the (100) plane. In addition, the same hydroxy group acts as a donor towards the carbonyl O atom of another neighbouring molecule, forming chains running along the b axis.
Related literature
For the dependence on their structural characteristics of the anticancer activity of phenolic acids and their derivatives, see: Gomes et al. (2003) . For restrictions on protection of lipophilic systems due to the hydrophilic nature of molecules in aqueous media, see: Gao & Hu (2010) . For the synthesis, see: Roleira et al. (2010) . For reference bond lengths, see: Allen et al. (1987 Table 1 Hydrogen-bond geometry (Å , ). 
Experimental
The title amide was prepared from the 3-(4-hydroxy-3,5-dimethoxyphenyl)propanoic acid by dissolution of 5 mmol of the acid in 10 ml of DMF followed by the addition of triethylamine (0.7 ml, 5 mmol). The solution was cooled in an icewater bath and 0.657 ml (5 mmol) of N-hexylamine were added followed by a solution of 2.21 g (5 mmol) of BOP in 10 ml of methylene chloride. The mixture was stirred at 273 K for 30 min and then at room temperature for 30 min. Methylene chloride was removed under reduced pressure and the solution was diluted with 150 ml of water and extracted with ethyl acetate (150 ml). The organic phase was washed successively with 1 N hydrochloride acid (3x100 ml), water (150 ml), 1M NaHCO 3 (3x100 ml), and water (2x100 ml), dried over anhydrous magnesium sulfate, filtered and evaporated, affording a crude material which was purified by crystallization yielding the desired amide. 
Refinement
All hydrogen atoms were placed at idealized positions and refined as riding on their parent atoms using SHELXL97 defaults; the hydroxyl H atom was initialy positioned at the maximum of the difference electronic density around the parent O atom and refined using the HFIX 147 instruction.
Only 4255 out of 4259 independent reflections were used in the refinement because 4 low angle reflections were omitted due to overshadowing from the beam-stop.
Computing details
Data collection: SMART (Bruker, 2006 ); cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT ( 
